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RAW SEQUENCE LISTING DATE: 01/15/2002 

PATENT APPLICATION: US/10/029,495 TIME: 07:56:30 

Input Set : A:\35905A.txt 

Output Set: N:\CRF3\01152002\J029495.raw 

<:110> APPLICANT: Drmanac, Radoje T. 
Labat, Ivan 
Stache-Crain , Birgit 
Dickson, Mark C. 
Jones, Lee William 
Ballinger, Dennis G. 
Xue, Aidong 
Tang, Y. Tom 
Liu, Chenghua 
Asundi , Vlnod 

vl20> TITLE OF INVENTION: STEM CELL MAINTENANCE FACTOR MATERIALS AND METHODS 

<130> FILE REFERENCE: 28110/35905A 

<140> CURRENT APPLICATION NUMBER: US/10/029 , 495 

<141> CURRENT FILING DATE: 2001-10-26 

150> PRIOR APPLICATION NUMBER: 09/378,667 

151> PRIOR FILING DATE: 1999-08-20 

150> PRIOR APPLICATION NUMBER: 09/687,527 

151> PRIOR FILING DATE: 2000-10-12 

160> NUMBER OF SFQ ID NOS : 13 

170> SOFTWARE: Patentln Ver. 2.0 

210> SEQ ID NO: 1 

211> LENGTH: 560 

212> TYPE: DNA 

213> ORGANISM: Homo sapiens 
^220> FEATURE: 
<2 21> NAME/KEY: CDS 
<222> LOCATION: ( 2 ).. ( 559 ) 
<220> FEATURE: 

<223> OTHER INFORMATION: hiwi-Hy/CG 389 
<400> SEQUENCE: 1 

t tec att aaa aaa tat ttg age tya kac tgc cca gtc cca age caa tgt 49 
Ser lie Lys Lys Tyr Leu Ser Xaa Xaa Cys Pro Val Pro Ser Gin Cys 



10 



15 



48 


gtg 


stt 


get 


egg 


acc 


ttg 


aat 


aaa 


cag 


ggc 


atg 


atg 


atg 


agt 


ate 


gec 


97 


49 


Val 


Xaa 


Ala 


Arg 


Thr 


Leu 


Asn 


Lys 


Gin 


Gly 


Met 


Met 


Met 


Ser 


He 


Ala 
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30 








52 


acc 


aag 


ate 


get 


atg 


cag 


atg 


act 


tgc 


aag 


etc 


gga 


ggc 


gag 


ctg 


tgg 


145 


5 3 


Thr 


Lys 


He 


Ala 


Met 


Gin 


Met 


Thr 


Cys 


Lys 


Leu 


Gly 


Gly 


Glu 


Leu 


Tip 




5 4 






35 










40 










45 
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get 


gtg 


gaa 


ata 


cct 


tta 


aag 


tec 


ctg 


atg 


gtg 


gtc 


ggt 


att 


gat 


gtc 


193 


57 


Ala 


Val 


Glu 


He 


Pro 


Leu 


Lys 


Ser 


Leu 


Met 


Val 


Val 


Gly 


He 


Asp 


Val 




5 8 
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tgt 


aaa 


gat 


gca 


etc 


age 


aag 


gac 


gtg 


atg 


gtt 


gtt 


gga 


tgc 


gtg 


gec 


241 


61 


Cys 


Lys 


Asp 


Ala 


Leu 


Ser 


Lys 


Asp 


Val 


Met 


Val 


Val 


Gly 


Cys 


Val 


Ala 




62 


6 5 
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80 




6 6 


aqt 


gtt 


aac 


ccc 


aga 


ate 


acc 


agg 


tgg 


ttt 


tec 


cgc 


tgt 


ate 


ctt 


cag 


289 
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Ser 


Val 
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Pro 


Arg 


lie 


Thr 


Arg 
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Arg 
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He 


Leu 


Gin 
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RAW SEQUENCE LISTING DATE : 0 1/15/2002 

PATENT APPLTCA1 :< >N : US/ 1 0/0 2 9 , 4 9 5 ITME: -j ~ : 5 fc : 30 

Input Set : A:\35905A.txt 

Output Set: N:\CRF3\01152002\J029495.raw 

6 8 8 5 90 9 5 

70 aga aca atg act gat gtt gca qat tgc ttg aaa gtt ttc atg act qga 337 

71 Arg Thr Met Thr Asp Val Ala Asp Cys Leu Lys Val Phe Met Thr GLy 

72 100 105 110 

74 gca etc aac aaa tgg tac aag tac aat cat gat ttg cca gca egg ata 385 

7 5 Ala Leu Asn Lys Trp Tyr Lys Tyr Asn His Asp Leu Pro Ala Arg lie 
7h 115 120 125 

78 att gtg tac cgt get ggt gta ggg gat ggt cag ctg aaa aca ctt att 433 

79 lie Val Tyr Arg Ala Gly Val Gly Asp Gly Gin Leu Lys Thr Leu lie 

80 130 135 140 

8 J gaa tat gaa gtc cca cag ctg ctg age agt gtg gca gaa tec age tea 4 81 

8 3 Glu Tyr Glu Val Pro Gin Leu Leu Ser Ser Val Ala Glu Ser Ser Ser 
84 145 150 155 160 

86 aat acc age tea aga ctg teg gtg att gtg gtc agg aag aag tgc atg 529 

87 Asn Thr Ser Ser Arg Leu Ser Val lie Val Val Arg Lys Lys Cys Met 

88 165 170 175 

90 cca ega ttc ttt acc gaa atg aac cgc act g 560 

91 Pro Arg Phe Phe Thr Glu Met Asn Arg Thr 

92 180 185 

95 <210> SEQ ID NO: 2 

96 <211> LENGTH: 186 

97 <212> TYPE: PRT 

98 <213> ORGANISM: Homo sapiens 

100 <220> FEATURE: 

101 <221> NAME/KEY: SITE 

102 <222> LOCATION: (8) 

103 <223> OTHER INFORMATION: Xaa = Leu 
10 5 <220> FEATURE: 

106 <221> NAME/KEY: SITE 

107 <222> LOCATION: (9) 

108 <22 3> OTHER INFORMATION: Xaa = Asp or Tyr 

110 <2 20> FEATURE: 

111 <22l> NAME/KEY: SITE 

112 <222> LOCATION: (18) 

113 <223> OTHER INFORMATION: Xaa = Leu or Val 
115 <400> SEQUENCE: 2 



116 


Ser 


He 


Lys 


Lys 


Tyr 


Leu 


Ser 


Xaa 


Xaa 


Cys 


Pro 


Val 


Pro 


Ser 


Gin 


Cys 


117 


1 








5 










10 










15 




119 


Val 


Xaa 


Ala 


Arg 


Thr 


Leu 


Asn 


Lys 


Gin 


Gly 


Met 


Met 


Met 


Ser 


He 


Ala 


120 
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25 










30 






122 


Thr 


Lys 


lie 


Ala 


Met 


Gin 


Met 


Thr 


Cys 


Lys 


Leu 


Gly 


Gly 


Glu 


Leu 


Trp 


123 






35 










40 










4 5 








125 


Ala 


Val 


Glu 


He 


Pro 


Leu 


Lys 


Ser 


Leu 


Met 


Val 


Val 


Gly 


He 


Asp 


Val 


126 




50 










55 










60 










128 


Cys 


Lys 


Asp 


Ala 


Leu 


Ser 


Lys 


Asp 


Val 


Met 


Val 


Val 


Gly 


Cys 


Val 


Ala 


129 


65 










70 










75 










80 


131 


Ser 


Val 


Asn 


Pro 


Arg 


He 


Thr 


Arg 


Trp 


Phe 


Ser 


Arg 


Cys 


He 


Leu 


Gin 


132 










85 










90 










95 




134 


Arg 


Thr 


Met 


Thr 


Asp 


Val 


Ala 


Asp 
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Leu 


Lys 


Val 
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Met 


Thr 


Gly 
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RAW SEQUENCE LISTING 

PATEN! APPLICATION: US/1 0/0 2 9 f 4 9 5 



DA r E : 01/15/2002 
II ML : 0 7 ; 5b : iU 



Input Set : A:\3 590 5A.txt 

Output Set: N:\CRF3\01152002\J029495.raw 



135 
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1 0 5 
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Ala 
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Lys 


Trp 


Tyr 


L V S 


Tyr 


Asn 


His 


Asp 


Leu 


Pro 


Ala 


Arg 


He 


13 8 






115 










120 










12 5 








14 0 


lie 


Val 


Tyr 


Arg 


Ala 


Gly 


Val 


Gly 


Asp 


Gly 


Gin 


Leu 


Lys 


Thr 


Leu 


lie 


141 




130 










135 










140 










14 4 


Glu 


Tyr 


Glu 


Val 


Pro 


Gin 


Leu 


Leu 


S e r 


Ser 


Val 


Ala 


G 1 u 


Ser 


Ser 


Ser 


14 5 


14 5 










150 










155 
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1 4 7 


Asn 


Thr 


Ser 


Ser 


Arg 


Leu 


Ser 


Val 


I le 


Val 


Val 


Arq 


Lys 


Lys 


Cys 


Met 


14 8 










165 










170 










17 5 




1 SO 


Pro 


Arg 


Phe 


Phe 


Thr 


Glu 


Met 


Asn 


A "'Q 


Thr 














1 S 1 

X ..' L 
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185 
















1 5 4 


•■;210> SEQ ID NO 


3 
























x ..» ..» 


<211> LENGTH: 523 
























1 Sh 
X J u 


• 2l2> TYPE: 


PRT 


























x j 1 


<2l3> ORGANISM: 


Homo sapiens 


















159 


< 2 2 


0> FEATURE: 


























J. v) U 


* '2 


3> OTHER 


INFORMATION 


hiwi 


















X U ^ 


<4 00> SEQUENCE: 


























ID .i 


Gly 


Va 1 


Ser 


Phe 


Leu 


bill 


I Y r 


i yr 


Arg 


Lys 


Gin 


Tvr 


Asn 


Gin 


Glu 


I Le 


X V '4 


1 








5 










10 










15 




X vj U 


Thr 


Asp 


Leu 


Lys 


Gin 


Pro 


Val 


Leu 


Val 


Ser 


Gin 


Pro 


Lys 


Arq 


Arq 


Arg 


1 h 7 
X u / 








20 










2 5 










30 






x o r 


Gly 


Pro 


Gly 


Gly 


Thr 


Leu 


Pro 


Gly 


Pro 


Ala 


Met 


Leu 


He 


Pro 


Glu 


Leu 


1 7 ( ) 






3 5 










40 










4 5 








17"' 

x / ^ 


Cys 


Tyr 


Leu 


Thr 


Gly 


Leu 


Thr 


Asp 


Lys 


Met 


Arg 


As n 


Asp 


Phe 


Asn 


Val 


1 7 ^ 

X ' J 




50 










55 










6 0 










1 7 S 

X ' . ' 


Mot 


Lys 


Asp 


Leu 


Ala 


Val 


His 


Thr 


Arg 


Leu 


Thr 


Pro 


G 1 u 


Gin 


Arg 


Gin 


X ' u 


6 5 










70 










75 










80 


1 7tt 

X / o 


Arg 


Glu 


Val 


Gly 


Arg 


Leu 


lie 


Asp 


Tyr 

JL 


He 


His 


Lys 


Asn 


Asp 


Asn 


Val 


1 7Q 

X / -7 










85 










90 










95 




1 8 1 

X O X 


Gin 


Arg 


Glu 


Leu 


Arg 


Asp 


Trp 


Gly 


Leu 


Ser 


Phe 


Asp 


Ser 


Asn 


Leu 


Lou 


182 








100 










10 5 










110 






18 4 


Ser 


Phe 


Ser 


Gly 


Arg 


He 


Leu 


Gin 


Thr 


Glu 


Lys 


He 


His 


Gin 


Gly 


Gly 


18 5 






115 










120 










125 








1 ft 7 
x o / 


Lys 


Thr 


Phe 


Asp 


Tyr 


Asn 


Pro 


Gin 


Phe 


Ala 


Asp 


Trp 


Ser 


Lys 


Glu 


Thr 


188 




130 










135 










140 










190 


Arg 


Gly 


Ala 


Pro 


Leu 


He 


Ser 


Val 


Lys 


Pro 


Leu 


Asp 


Asn 


Trp 


Leu 


Leu 


191 


14 5 










150 










155 










160 


19 3 


lie 


Tyr 


Thr 


Arg 


Arg 


Asn 


Tyr 


Glu 


Ala 


Ala 


Asn 


Ser 


Leu 


He 


Gin 


Asn 


194 










165 










170 










175 




196 


Lou 


Phe 


Lys 


Val 


Thr 


Pro 


Ala 


Met 


Gly 


Met 


Gin 


Met 


Arg 


Lys 


Ala 


I le 


197 








180 










185 










190 






199 


Mot 


He 


Glu 


Val 


Asp 


Asp 


Arg 


Thr 


Glu 


Ala 


Tyr 


Leu 


Arg 


Val 


Leu 


GLn 


200 






195 










200 










205 








202 


G In 


Lys 


Val 


Thr 


Ala 


Asp 


Thr 


Gin 


He 


Val 


Val 


Cys 


Leu 


Leu 


Ser 


Ser 


203 




210 










215 










220 










205 


Asn 


Arg 


Lys 


Asp 


Lys 


Tyr 


Asp 


Ala 


He 


Lys 


Lys 


Tyr 


Leu 


Cys 


Thr 


Asp 


20 6 


225 










230 










235 










240 


208 


Cys 


Pro 


Thr 


Pro 


Ser 


Gin 


Cys 


Val 


Val 


Ala 


Arg 


Thr 


Leu 


Gly 


Lys 


Gin 
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RAW SEQUENCE LISTING DATE : 0 1/15/200; 

PATENT APPLICAI L'.'N: US/10/029, 4 9 5 TIME: 07:56 3<J 

input. Set : A:\35905A.txt 

(mtput Set: N:\CRF3\01152002\J029495.raw 

;-r,q 245 250 255 

: 11 Gin Thr Val Met Ala lie Ala Thr Lys He Ala Leu Gin Met Asn Cys 

212 26 0 26 5 2 70 

-14 lys Met Glv Glv Glu Leu Trp Arq Val Asp Tie Pro Leu Lys Leu Val 

1-15 ' 275 280 285 

2l n MPt He Val Glv He Asp Cys Tyr His Asp Met Thr Ala Gly Arg Arg 

218 290 " 295 300 

"0 S-r He Ala Oly Phe Val Ala Ser He Asn Glu Gly Met Thr Arg Trp 
2 j 1 305 310 315 320 

■■•'3 Phe Ser Arg Cys He Phe Gin Asp Arg Gly Gin Glu Leu Val Asp Gly 
;] 4 325 330 335 

226 Leu Lys Val Cys Leu Gin Ala Ala Leu Arg Ala Trp Asn Ser Cys Asn 
t , J7 340 345 350 

229 Glu Tyr Met Pro Ser Arg He He Val Tyr Arg Asp Gly Val Gly Asp 
2K, 355 360 365 

23 3 Gly Gin Leu Lys Thr Leu Val Asn Tyr Glu Val Pro Gin Phe Leu Asp 
234 370 375 380 

H6 rys Leu Lys Ser He Gly Arg Gly Tyr Asn Pro Arg Leu Thr Val He 
J37 385 ' 390 395 400 

-•3Q Val Val Lys Lys Arg Val Asn Thr Arg Phe Phe Ala Gin Ser Gly Gly 
; 40 ' 405 410 415 

•4 2 Arg Leu Gin Asn Pro Leu Pro Gly Thr Val He Asp Val Glu Val Thr 
243 ' 420 425 430 

"'45 Arg Pro Glu Trp Tyr Asp Phe Phe He Val Ser Gin Ala Val Arg Ser 
J46 435 440 445 

248 Gly Ser Val Ser Pro Thr His Tyr Asn Val He Tyr Asp Asn Ser Gly 

249 450 455 460 

•'51 Leu Lys Pro Asp His He Gin Arg Leu Thr Tyr Lys Leu Cys His He 
252 465 470 475 480 

254 Tyr Tyr Asn Trp Pro Gly Val He Arg Val Pro Ala Pro Cys Gin Tyr 

2 5 5 ' * 485 490 495 

: <57 Ala His Lys Leu Ala Phe Leu Val Gly Gin Ser He His Arg Glu Pro 
258 500 505 510 

260 Asn Leu Ser Leu Ser Asn Arg Leu Tyr Tyr Leu 

261 515 520 

264 <210> SEQ ID NO: 4 

265 <211> LENGTH: 866 

266 <212> TYPE: PRT 

267 <213> ORGANISM: Drosophila 

269 <220> FEATURE: 

270 <223> OTHER INFORMATION : aubergine 
272 <400> SEQUENCE: 4 

27 3 Met Asn Leu Pro Pro Asn Pro Val He Ala Arg Gly Arg Gly Arg Gly 
274 15 10 15 

276 Arg Lys Pro Asn Asn Val Glu Ala Asn Arg Gly Phe Ala Pro Ser Leu 

277 * 20 25 30 

279 Glv Gin Lys Ser Asp Pro Ser His Ser Glu Gly Asn Gin Ala Ser Gly 

J80 35 40 45 

282 Gly Asn Gly Gly Gly Gly Asp Ala Gin Val Gly Pro Ser He Glu Lys 
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RAW SEQUENCE LISTING DATE 01/15/2002 

PAIEN'I A P P I . I v ' A T I ' . > N : US/10/029, 495 I I HE U 7 5o : U 



Input Set A:\35905A.txt 

Output Set N:\CRF3\01152002\J029495.raw 
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7 0 










75 
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2 88 


Gly 


Ser 
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A rg 


G 1 v 




A rg 


Leu 


He 


Thr 


Asp 


Leu 


Val 


Tyr 


Ser 


Arg 


1 ft M 

~ O .7 










85 










90 










95 




2 9 .1 


Pro 


P ro 


Glv 


Met 


Thr 


Ser 


Lys 


Lys 


G I v 

JL 


Val 


Val 


Gly 


Thr 


His 


lie 


Thr 


29 2 








100 










105 










110 






2 94 


Va 1 


Gin 


Ala 


Asn 


T v r 
1 1 x 


Phe 


Lys 


Va 1 


Leu 


Lys 


Arq 


Pro 


Asn 


Trp 

tr 


Thr 


He 


2 (:| 5 






115 










120 










125 








2 97 


Tvr 


G 1 n 


Tvr 


Arg 


Va 1 


Asp 


Phe 


Thr 


Pro 


Asp 


Val 


Glu 


Ala 


Thr 


Arq 


Leu 


1 Q ft 




1 3 0 










135 










140 










1 fl (") 

J U l .f 




A r 


O " _L 


Phe 


Leu 


T v r 


Glu 


His 


Lys 


G 1 v 


He 


Leu 


Gly 

JL 


G 1 v 


Tvr 


Lie 


10 1 

J> v .L 


1 4 S 

J. 4 -J 










1 5(3 










155 










160 


If) 3 


p h ^ 
r lit; 






Thr 


Asn 


Met 


Phe 


C vs 


He 


Asn 


Gin 


Phe 


Lys 


Ala 


Val 


G 1 n 


101 

J U T 










16 5 










170 










17 5 




306 


Asp 


Ser 


Pro 


T v r 


Val 


Leu 


Glu 


Leu 


Val 


Thr 


Lys 


Ser 


Arq 


Ala 


Gly 


Glu 


107 








180 










185 










190 






3 0 9 


As n 


I le 


G 1 u 


I le 


Lys 


He 


Lys 


Ala 


Val 


Gl V 


Ser 


Val 


Gin 


Ser 


Thr 


Asp 


1 1 n 

D _i. u 






195 










200 










20 5 










A 1 Pi 

t\ x a. 


G 1 u 


Gin 


Phe 


Gin 


Val 


Leu 


Asn 


Leu 


He 


Leu 


Arg 


Arq 


Ala 


Met 


Glu 


1 1 3 

Jl J 




210 










215 










220 










IIS 


Gly 


Leu 


Asp 


Leu 


Lys 


Leu 


Val 


Ser 


Arg 


Tvr 


Tvr 


Tvr 


Asp 


Pro 


Gin 


Ala 


1 1 h 


? 9 S 

Z Z. -J 










2 30 










2 35 










240 


318 


Ly s 


lie 


Asn 


L e u 


Glu 


Asn 


Phe 


Arg 


Met 


Gin 


Leu 


Tro 


Pro 


Gly 


Tyr 


Gin 


11 Q 










24 5 










250 










255 




321 


Thr 


Ser 


He 




Gin 


His 


Glu 


Asn 


Asp 


lie 


Leu 


Leu 




Ser 


Glu 


lie 


■a '"I 1 

D ^ ^ 








2 6 0 










265 










2 70 






324 


Cys 


His 


Lys 


Va 1 


Met 


Arg 


Thr 


Glu 


Thr 


Leu 


Tvr 

JL 


Asn 


He 


Leu 


Ser 


Asp 


1 *"» 5 

J u J 






27 5 










280 










285 








1 ° 7 


Ala 


I le 


Arg 


Asp 


Ser 


Asp 


Asp 


Tvr 


Gin 


Ser 


Thr 


Phe 


Lys 


Arq 


Ala 


Val 


-) o 




^ 27 W 










295 










30 0 










330 


Met 


Gly 


Met 


Va 1 


lie 


Leu 


Thr 


Asp 


Tvr 


Asn 


Asn 


Lys 


Thr 


Tyr 


Arq 


He 


111 


305 










310 










315 










32 0 


3 33 


Asp 


Asp 


Val 


Asp 


Phe 


Gin 


Ser 


Thr 


Pro 


Leu 


Cys 


Lys 


Phe 


Lys 


Thr 


Asn 


114 










325 










3 30 










335 




33 6 


Asp 


Gly 


Glu 


He 


Ser 


Tvr 
1 1 x 


Val 


Asp 


Tvr 


Tvr 


Lys 


Lys 


Arcr 


Tyr 


Asn 


He 


117 








3 4 0 










345 










3 50 






339 


lie 


lie 


Arg 


Asp 


Leu 


Lys 


G In 


Pro 


Leu 


Val 


Met 


Ser 


Arg 


Pro 


Thr 


Asp 


340 






355 










360 










365 








343 


Lys 


Asn 


lie 


A rg 


Gly 


Gly 


Asn 


Asp 


Gin 


Ala 


He 


Met 


He 


He 


Pro 


Glu 


344 




370 










375 










380 










346 


Leu 


Ala 


Arg 


Ala 


Thr 


Gly 


Met 


Thr 


Asp 


Ala 


Met 


Arg 


Ala 


Asp 


Phe 


Arg 


347 


385 










390 










395 
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349 


Thr 


Leu 


Arg 


Ala 


Met 


Ser 


Glu 


His 


Thr 


Arg 


Leu 


Asn 


Pro 


Asp 


Arg 


Arg 


350 










405 










410 










415 




352 


He 


Glu 


Arg 


Leu 


Arg 


Met 


Phe 


Asn 


Lys 


Arg 


Leu 


Lys 


Ser 


Cys 


Lys 


Gin 


353 








420 










425 










430 






355 


Ser 


Val 


Glu 


Thr 


Leu 


Lys 


Ser 


Trp 


Asn 


He 


Glu 


Leu 


Asp 


Ser 


Ala 


Leu 


356 






435 










440 










445 









file:/7C:\CrO\Outhold\VsrJ029495.htm 



1/15/02 



Page 6 of 7 



VERIFICATION SUMMARY 

PA I LNI APPL I CAI ION : 



US/10/029, 495 



DATE 
IJMF 



01/i V-' f) 0 2 
0 7 : :3 1 : 3 1 



Input Set : A:\35905A.txt 

Out-put Set : N:\CRF3\01152002\J0294 95.raw 



L 18 M 2~ 7 Q C- Current Application Number differs, Replaced Current Application Number 

L.19 M ■ 2 71 C Current Filing Date differs, Replaced Current Filing Date 

L 4 5 M 341 W (46) "n" or "Xaa" used, for SEQ ID# : 1 

L 49 M 341 W: (46) " n " or "Xaa" used, for SFQ ID* : 1 

L:116 M:341 W: (46) "n" or "Xaa" used, for SEQ IDff : 2 

L:119 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 
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